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08:50-09:00 [Opening Remark] 7H&|At O|ZOF, CHotXIThe Moto| &
09:00-10:40 [Symposium | ] The Promise of ctDNA Analysis: Validation, [Education |] et=QHXIHII2I-CHSHRICIR Mele| 351
Applications, and Advancements [& ] PSR, 22|l
[Zt %] 0|2, 24|t @ |FTXIAALEI 2 STZEIFXA| 3O At
@ Assay Validation and Experience with ctDNA Analysis (R3[A, drt2te|ch)
(OIX|=, MZ2lCH) @ HFE AAHERY 20k At =2 Ofal (2 E, 212l
@ Current Applications of ctDNA in Precision Oncology @ AUTYII HF 1 pA = ofsl (BMY, ZEUAIE)
(AF2, d2te|t) @ PIRYoL-HE 2, 5 plAF&=2| Of8H (2H2 1| oF2 2 CH)
® The New Era of Liquid Biopsy (0| ZEf, 214 2|CH) ® Ze|SH
10:40-11:00 Coffee Break / A B ILAE ™A| 22 HA|Z A  BEE2H| & HHIMBCE
11:00-12:00 [Oral Presentation 1] [ E]3MY, 22UME [Oral Presentation 1] [ X} %] 23|91 MAzo|ch
TBD TBD
12:00-13:00 [Luncheon Symposium | ] Roche Digital Solutions Landscape - Lab & Provider Insights [ ZF 2] £|1=2H HAXM|2|CH
[ K] 28 / ELE, S22
13:00-13:10 Coffee Break / £A 3 ILAE MA| 2t2f HAEA - BE2H| & HHMBCE
13:10-14:50 [Symposium Il ] Exploring Approaches of Multi-Omics Data [ Symposium [II] ZIZERT HAF 349| AX|2} troubleshooting
[ZHZ] dEL, 2=y [Zh 2] 3Pd=s, AlF2lch
@ Introduction to Databases and Tools for Multi-Omics @ PCR 7|2t HAC| troubleshooting (X[, =F2kelCH)
Analysis (M3, E22[sfoila) @ NGS2| troubleshooting (Z1=A1, JF=2/2|CH)
@ Omics Data-Driven Precision Medicine in Cancer ® CMAZ| troubleshooting (2fAfoH, A22|CH)

Gl ENERCTE )

® Introduction to Single Cell and Spatial Analysis using Multi-
Omics Platforms (&2, A#2tQ|C I}

14:50-15:10 Coffee Break / £A 5! AR HA| 2t HA|RA - B 2H| / HHMBCE
15:10-16:50 [Symposium IV] Promising Bioinformatics Tools and [ Symposium V] Current Perspectives on Molecular
Pipelines [Zt & ] M2, M2l Testing in Cancer [ E&H] Al Fetolr
@ Establishing The Role of Somatic Mutations in Human @ Interpretation Guidelines for Molecular Testing of Cancer:
Brain Diseases (A2, Ao 2HTH AR 0t5tny) A Review of the AMP/ASCO/CAP and ClinGen/CGC/VICC
@ More Accurate ctDNA Analysis for Clinical Application Standards (Z2Y, +2k2|CH)
(LAE, MZ2ch A4 MK 2etzt) @ Challenges of Variant Interpretation of ctDNA in Clinical
® Detection of Structural Variation in Clinical Sequencing Laboratory (Z23], 4 2t2|CH)
(O] dY, M=2lch Ao-FTIH|[etz) ® Incidental Germline Findings in Cancer Patients Undergoing
Molecular Profiling (2 %|=, 11242|CH)
17:00- o3|
DAY 2 6% 20| (2) MSIRE: () [ME Al 83, SLQ /[M Bl #3F, A2/
=1\= (=) [MH A] 0|2, o|Ae = T/ [Md B] 282 GCX|=
= [MM AT HHMHAZ [MlM B] AHMEDES
09:30-10:40 [Industry Workshop | ] [ZH & ] e EM, A3|oltl [Industry Workshop 1] [ = &) =Esd, n24o|cy
@ Empowering Personalized Healthcare with Automated @ Cancer Signature Ensemble Integrating cfDNA ethylation,
Annotation of NGS Result (M3|&, St 2 A5XIEH Copy Number, and Fragmentation Facilitates Multi-Cancer
@ High Quality Human Whole Genome Sequencing at Scale early Detection (Z4~%1,010|H|C|AHA)
for National Programs @ Precision Medicine Approaches by Using Hereditary
(Gabriel Kolle, CtXHIO| @H|C|Z &L 20| L}) Cancer Syndrome Panel

(O] H0}, M|l / oF=0tA E2IN|H|71&2H=EMSD)

10:40-11:00 Coffee Break / 24 5! AR HA| 2H2f HA|EA - EE 2H| / HHIMBCE

11:00-12:00 [Plenary Lecture] Transposons and Somatic Mutations: Next Frontiers in Genomic Medicine [ =} %] 0|40t ¢AM|2|CH
[ @1 X}t] Dr. Eunjung Alice Lee, Assistant Professor, Division of Genetics and Genomics,
Boston Children's Hospital & Harvard Medical School

12:00-13:00 [Luncheon Symposium Il ] C}H}O|H|C|7 &Y 201} [ Luncheon Symposium ll1] M2 I|{A{AO|HE|
[Z}&]0[FF, eralelty [ =} 2] T, X2
Past, Present, and Future of Human Genome Analysis Diagnostic Utility of CytoScan Xon Array (259t GCX| =)
(T2, MS2lth)
13:00-13:10 Coffee Break / &4 31 IAE TA| 2t HMA|RA - B 2H| & ZHHIMBCE
13:10-14:50 [Symposium VI ] Molecular Analysis of Hematologic [ Symposium VI ] CtFoh HA|0f|AM £ E[= R 21|
Neoplasms in the New Era of Classifications of WHO vs. ICC O}0|32H}0|Z 244911
[Z} 2] del=s, Fatelr) [ZF 2] 2172 21Xl
@ Molecular Findings and Testing in Lymphoid Neoplasms ~ @ X|&&%t 12t 12} Oto| A 2H0| 2
Classification (0|Z0], 7t==2|CH) (X|2, Of=0lC X|npsHm Al
@ Diagnostic Approach for Myeloid Neoplasms According to @ 257| ZX{| 0t0|=2 2H}0| 21t Z2tntol o1t
ICC and 5th WHO Classification: Focusing on Genetic (O|StLf, m2{CHEk HEO| QA ARIO|TfSHE)
Findings (Z=CHEH, 24H2|CH) ® Microbiome in Female Genital Tract
® Molecular Findings and Testing in Germline Predisposition (222, O|2f2|Cf 21T}
(A=22, 3Y2lh)
14:50-15:10 Coffee Break / &4 31 ILAE ™A| 2tz HMA|RA - B 2H| / HHMBCE
15:10-16:50 [Symposium Vil Interpretation of Diagnostic Genomic [ Symposium IX ] Next-Generation Cytogenetics/
Testing in Specific Conditions Cytogenomics
[Zh 2] M2, do2telh [zt F ] MEF, Sl
@ The Integration of Phenotype-Genotype Informationin @ Application of Optical Genome Mapping for Detection and
Interpretation (2 = ¢4, Q1A 2|CH) Characterization of Constitutional and Somatic Structural
@ Interpretation using the FBN1 and LDLR ClinGen Guidelines  Variations (%=, 214|2|CH)
(=X, O| A= T @ Introduction to Exon Level Chromosome Microarray
® Interpretation of Mitochondrial Disorders using Next- (RIM5| SAHO|LH)
Generation Sequencing (Z&74, ¢14|2|ch) @ AU 2] CMA ME (Mt GCXls)
16:50- B3 A AlYA HEFa  HHNPAS
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